Myxococcales (fruiting gliding bacteria) 
· Cystobacterineae   
· Anaeromyxobacteraceae   
· Anaeromyxobacter   
· unclassified Anaeromyxobacteraceae   
· Archangiaceae   
· Archangium Δ
· Archangium gephyra DSM 2261 (Soil)
· Archangium violaceum (Soil)
· Cystobacter Δ
· Cystobacter ferrugineus (Soil)
· Hyalangium  Δ
· Melittangium Δ
· Melittangium boletus DSM 14713 (Soil with rotting wood)
· Stigmatella   Δ 
· Vitiosangium   Δ 
· Vitiosangium phaeum GDMCC 1.1324 (Forest Soil)
· unclassified Archangiaceae   
· environmental samples   
· Myxococcaceae   
· Aggregicoccus   
· Corallococcus Δ  
· Corallococcus sicarius CA040B (Soil)
· Corallococcus llansteffanensis CA051B (Soil)
· Corallococcus terminator CA054A (Soil)
· Corallococcus exercitus CA046A (Soil)
· Corallococcus exiguus AM007 (Soil)
· Corallococcus aberystwythensis AB050A (Soil)
· Corallococcus carmarthensis CA046b (Soil)
· Corallococcus intermptor AB047A (Soil)
· Corallococcus coralloides B035 (Soil)
· Myxococcus Δ
· Myxococcus macrosporus DSM 14697(Soil)
· Myxococcus macrosporus HW-1 (Sea water)
· Myxococcus virescens NBRC 100334 (Soil)
· Myxococcus xanthus GH3.5.6c2 (Soil in forest)
· Myxococcus xanthus KF4.3.9c1 (Soil in forest)
· Myxococcus xanthus MC3.3.5c16 (Soil in forest)
· Myxococcus xanthus MC3.3.5c15 (Soil in forest)
· Myxococcus xanthus GH5.1.9c20 (Soil in forest)
· Myxococcus xanthus KF3.2.8c11 (Soil in forest)
· 
· Pyxidicoccus   Δ
· Pyxidicoccus fallax (Soil)
· Simulacricoccus   
· unclassified Myxococcaceae  Δ
· Myxococcus sp. CA033 (Soil)
· Corallococcus sp. H22C18031201 (Dried forest soil)
· Myxococcus sp. AM401 (Soil)
· Myxococcus sp. CA040A (Soil)
· Archangium sp. Cb G35 (Tree bark)
· Pyxidicoccus sp. AB060A (Soil)
· Pyxidicoccus sp. CA032A (Soil)
· Corallococcus sp. CA053C (Soil)
· Corallococcus sp. CA047B (Soil)
· Corallococcus sp. CA041A (Soil)
· Corallococcus sp. CA049B (Soil)
· Corallococcus sp. CA054B (Soil)
· Corallococcus sp. AB011B (Soil)
· Corallococcus sp. AB018 (Soil)
· Corallococcus sp. AB050B (Soil)
· Corallococcus sp. AB049A (Soil)
· Corallococcus sp. AB045 (Soil)
· environmental samples   
· Vulgatibacteraceae   
· Vulgatibacter   
· unclassified Cystobacterineae   
· Cystobacterineae bacterium   
· environmental samples   
· Cystobacterineae bacterium enrichment culture clone CTBE CDB1001F03   
· uncultured Cystobacterineae bacterium   
· Nannocystineae   
· Kofleriaceae   
· Haliangium  Δ
·  Haliangium ochraceum DSM 14365 (Costal sands)
· Kofleria  Δ
· unclassified Kofleriaceae   
· environmental samples   
· Nannocystaceae   
· Nannocystis Δ
· Nannocystis exedens (Soil)
· Plesiocystis
· Pseudenhygromyxa
· unclassified Nannocystaceae   
· environmental samples   
· environmental samples   
· uncultured Nannocystineae bacterium   
· Sorangiineae   
· Labilitrichaceae   
· Labilithrix       
· Phaselicystidaceae   
· Phaselicystis   
· Polyangiaceae   
· Aetherobacter   
· Byssovorax   
· Chondromyces  Δ
· Chondromyces crocatus Cm c5(Soil)
· Chondromyces apiculatus (Decayed wood)
· Jahnella   
· Pajaroellobacter   
· Polyangium Δ 
· Polyangium fumosum (Soil with decaying plant material)
· Polyangium spumosum (Soil)
· Polyangium sp.SDU3-1 (Upper Soil)
· Racemicystis   
· Sorangium  Δ
· Sorangium cellulosum So ceGT47 (Soil)
· Sorangium cellulosum So ce836 (Soil)
· unclassified Polyangiaceae   
· environmental samples   
· Sandaracinaceae   
· Sandaracinus   
· unclassified Sandaracinaceae   
· environmental samples   
· Sorangiineae incertae sedis   
· Minicystis Δ
· Minicystis Rosea DSM 24000 (Dried Soil)
· unclassified Sorangiineae   
· Sorangiineae bacterium   
· Sorangiineae bacterium 706   
· Sorangiineae bacterium HB-1   
· Sorangiineae bacterium MSr9495   
· Sorangiineae bacterium NIC37A_2   
· Sorangiineae bacterium SBCm007   
· Sorangiineae bacterium SBSr004   
· Sorangiineae bacterium SBSr005   
· Sorangiineae bacterium SBSr006   
· environmental samples   
· uncultured Sorangiineae bacterium   
· Myxococcales incertae sedis   
· Enhygromyxa   (Marine) Δ
· Enhygromyxa salina SWB007
· unclassified Enhygromyxa   
· environmental samples   
· Myxobacter   
· unclassified Myxobacter   
· environmental samples   
· unclassified Myxococcales   
· environmental samples     (Uncultured Bacterium)
Legends:
Yellow Highlight: Order that has GS
Green Highlight: Family that has GS
Blue Highlight: Genus that has GS 
Darker blue highlight: Strains from Marine/freshwater environments
Pink Delta Δ: Families and orders that has Cyclic Nucleotide Binding protein gene next to GS
Red Delta Δ: Families and orders that has Cyclic Nucleotide Binding protein without GS

